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<210> 1 

<211> 1818 

<212> DNA 

<213> Homo sapiens 










<400> 1 
gtagtccttt 


gttacatgca 


tgagtcagtg 


aacagggaat 


gggtgaatga 


A t - 1* t~ f"T t~ rrriri 


taggttattt 


ctagaagtta 


ggtgggcagc 


tcggaaggca 


gatgcacttc 


f- ;3 y— ' 13 J a nf 3 f 


tccttggggc 


cacacgtagg 


ttcttgaatc 


ccgaatggaa 


aggggagatt 




gtgtttatgt 


tcttacaagt 


cttctgcctt 


ttaaaatcca 


gtcccaggac 


tX U LdddyLH. 


tgcagaaaga 


actcgagcaa 


tttgccaagc 


tcctgaagca 


gaagaggatc 


dLtLiyyydL 


atacacaggc 


cgatgtgggg 


ctcaccctgg 


gggttctatt 


tgggaaggta 




cgaccatctg 


ccgctttgag 


gctctgcagc 


ttagcttcaa 


gaacatgtgt 


ddyt i»y v»yy v. 


ccttgctgca 


gaagtgggtg 


gaggaagctg 


acaacaatga 


aaatcttcag 


y ay dLduyLd 


aagcagaaac 


cctcgtgcag 


gcccgaaaga 


gaaagcgaac 


cagtatcgag 


a .a c* n t~ 
ctct^L»ycty uya 


gaggcaacct 


ggagaatttg 


ttcctgcagt 


gcccgaaacc 


cacactgcag 


v^ctycl LLayuu 


acatcgccca 


gcagcttggg 


ctcgagaagg 


atgtggtccg 


agtgtggttc 


t.y LciciL-uyy u 


gtagtccttt 


gttacatgca 


tgagtcagtg 


aacagggaat 


gggtgaatga 


L«a l. u i*y i»yy y 


taggttattt 


ctagaagtta 


ggtgggcagc 


tcggaaggca 


gatgcacttc 


f* .a nana /-> f -j f- 


tccttggggc 


cacacgtagg 


ttcttgaatc 


ccgaatggaa 


aggggaga 1 1 


yaLaaCLyy L 


gtgtttatgt 


tcttacaagt 


cttctgcctt 


ttaaaatcca 


gtcccaggac 


atcaaagctc 


tgcagaaaga 


actcgagcaa 


tttgccaagc 


tcctgaagca 


gaagaggatc 


accctgggat 


atacacaggc 


cgatgtgggg 


ctcaccctgg 


gggttctatt 


tgggaaggta 


ttcagccaaa 


cgaccatctg 


ccgctttgag 


gctctgcagc 


ttagcttcaa 


gaacatgtgt 


aagctgcggc 


ccttgctgca 


gaagtgggtg 


gaggaagctg 


acaacaatga 


aaatcttcag 


gagatatgca 


aagcagaaac 


cctcgtgcag 


gcccgaaaga 


gaaagcgaac 


cagtatcgag 


aaccgagtga 


gaggcaacct 


ggagaatttg 


ttcctgcagt 


gcccgaaacc 


cacactgcag 


cagatcagcc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
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acatcgccca 


gcagcttggg 


ctcgagaagg atgtggtccg 


agtgtggttc 


tgtaaccggc 


1320 


gccagaaggg 


caagcgatca 


agcagcgact 


atgcacaacg 


agaggatttt 


gaggctgctg 


1380 


ggtctccttt 


ctcaggggga 


ccagtgtcct 


ttcctctggc 


cccagggccc 


cattttggtg 


1440 


ccccaggcta 


tgggagccct 


cacttcactg 


cactgtactc 


ctcggtccct 


ttccctgagg 


1500 


gggaagcctt 


tccccctgtc 


tctgtcacca 


ctctgggctc 


tcccttgcat 


tcaaactgag 


1560 


gtgcctgcct 


gcccttctag 


gaatggggga 


cagggggagg 


ggaggagcta 


gggaaagaaa 


1620 


acctggagtt 


tgtgccaggg 


tttttggatt 


aagttcttca 


ttcactaagg 


aaggaattgg 


1680 


gaacacaaag 


ggtgggggca 


ggggagtttg gggcaactgg 


ttggagggaa 


ggtgaagttc 


1740 


aatgatgctc 


ttgattttaa 


tcccacatca 


tgtatcactt 


ttttcttaaa 


taaagaagct 


1800 


tgggacacag 


tagataga 










1818 



<210> 2 

<211> 265 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met His Phe Tyr Arg Leu Phe Leu Gly Ala Thr Arg Arg Phe Leu Asn 
1 5 10 15 



Pro Glu Trp Lys Gly Glu He Asp Asn Trp Cys Val Tyr Val Leu Thr 
20 25 30 



Ser Leu Leu Pro Phe Lys He Gin Ser Gin Asp He Lys Ala Leu Gin 
35 40 45 



Lys Glu Leu Glu Gin Phe Ala Lys Leu Leu Lys Gin Lys Arg He Thr 
50 55 60 



Leu Gly Tyr Thr Gin Ala Asp Val Gly Leu Thr Leu Gly Val Leu Phe 
65 70 75 80 



Gly Lys Val Phe Ser Gin Thr Thr lie Cys Arg Phe Glu Ala Leu Gin 
85 90 95 



Leu Ser Phe Lys Asn Met Cys Lys Leu Arg Pro Leu Leu Gin Lys Trp 
100 105 HO 



Val Glu Glu Ala Asp Asn Asn Glu Asn Leu Gin Glu He Cys Lys Ala 
115 120 125 



Glu Thr Leu Val Gin Ala Arg Lys Arg Lys Arg Thr Ser He Glu Asn 
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Arg Val Arg Gly Asn Leu Glu Asn Leu Phe Leu Gin Cys Pro Lys Pro 
145 150 155 160 

Thr Leu Gin Gin lie Ser His He Ala Gin Gin Leu Gly Leu Glu Lys 
165 170 175 

Asp Val Val Arg Val Trp Phe Cys Asn Arg Arg Gin Lys Gly Lys Arg 
180 185 190 

Ser Ser Ser Asp Tyr Ala Gin Arg Glu Asp Phe Glu Ala Ala Gly Ser 
195 200 205 

Pro Phe Ser Gly Gly Pro Val Ser Phe Pro Leu Ala Pro Gly Pro His 
210 215 220 

Phe Gly Ala Pro Gly Tyr Gly Ser Pro His Phe Thr Ala Leu Tyr Ser 
225 230 235 240 

Ser Val Pro Phe Pro Glu Gly Glu Ala Phe Pro Pro Val Ser Val Thr 
245 250 255 

Thr Leu Gly Ser Pro Leu His Ser Asn 



<210> 3 

<211> 2386 

<212> DNA 

<213> Homo sapiens 

<400> 3 

ctggctcaaa aagcaccccc actgagcacc ttgcgacccc ccgctcctac ccgccagaga 60 

acaaaccccc tttgactgta attttccttt acctaaccaa atcctataaa acggccccac 120 

ccttatctcc cttcgctgac tctcttttcg gactcagccc gcctgcaccc aggtgaaata 180 

aacagcctcg ttgctcacac aaagcctgtt tggtggtctc ttcacacgga cgcgcatgaa 240 

atttggtgcc gtgactcgga tcgggggacc tcccttggga gatcaatccc ctgtcctcct 300 

gctctttgct ccgtgagaaa gatccaccta cgacctcagg tcctcagacc aaccagccca 360 

agaaacatct caccaatttc aaatccggta agcggcctct ttttactctg ttctccaacc 420 

tccctcacta tccctcaacc tctttctcct ttcaatcttg gcgccacact tcaatctctc 480 

ccttctctta atttcaattc ctttcattct ctggtagaga caaaagagac atgttttatc 540 

cgtgaaccca aaactccggc gccggtcacg gactgggaag gcagtcttcc cttggtgttt 600 
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aatcattgca 


gggacgcctc 


tctgatttca 


cgtttcagac 


cacgcaggga 


tgcctgcctt 


660 


ggtccttcac 


ccttagcggc 


aagtcccgct 


ttcctggggc 


aggggcaagt 


acccctcaac 


720 


cccttctcct 


tcacccttag 


cggcaagtcc 


cgcttttctg 


gggcaggggc 


aagtacccct 


780 


caaccccttc 


tccttcaccc 


ttagcagcaa 


gtcccgcttt 


cctagggggc 


aagaaccccc 


840 


caatcgctta 


ttttcacgcc 


ccaacagaaa 


cccccacccc 


ttctccgtgt 


ctctactctt 


900 


ttctctgggc 


ttgcctcctt 


cactatgggc 


aagcttccac 


cttccattcc 


tttcttctcc 


960 


cttagcatgt 


attcttaaga 


acttaaaatc 


tcttcaattc 


tcacctgacc 


taaaatctaa 


1020 


gcgtcttatt 


ttcttctgca 


atgccacttg 


accccaatac 


aaactcaaca 


gtagttccaa 


1080 


atagccagaa 


aatggcactt 


tcaatttttc 


caccctacaa 


gatctaaata 


attcttggcg 


1140 


taaaatgggc 


aaatggtgtg 


aggtgcctga 


cgtccaggca 


ttcttttaca 


catcagtccc 


1200 


ttcctagtct 


ctgtgcccag 


tgcaactcgt 


cccaaatctt 


ccttctttcc 


ctcccgcctg 


1260 


tcccctcagt 


accaacccca 


agcgtcactg 


agtctttcta 


atcttccttt 


tctacagacc 


1320 


catctgacct 


ctcccttcct 


ccccaggctg 


ctccttgcca 


ggccgagcta 


ggtcccaatt 


1380 


cttcctcagc 


ctcacacaag 


aacttccaaa 


cgcctgaact 


gtagcagcca 


gacgtttctc 


1440 


cagaacctcc 


tcccccagga 


acttgctaca 


catgccggaa 


atctggccac 


tgggccaagg 


1500 


aacgcccgca 


gcccgggatt 


cctcctaagc 


cgcgtcccat 


ctgtgtggga 


ccccactgaa 


1560 


aatcggactg 


ttcaactcac 


ctggcagcca 


ctcccagagc 


tcctggaact 


ctggcccaag 


1620 


gttctctgac 


tgactccttc 


ttggcttact 


ggctgaagac 


tgacgctgcc 


tgatcgcctc 


1680 


agaagccccg 


cagaccatca 


tggacgccga 


gctttagccc 


gcctgcaccc 


aggtgaaata 


1740 


aacagccttg 


ttgctcacac 


aaagcctgtt 


tggtggtctc 


ttcacacaga 


cgcgcatgaa 


1800 


agggaagaca 


tacaaaaaca 


aggtatctga 


ggtaggtact 


actgagacag 


ccaggtggga 


1860 


aggactcctt 


ggcaaaactc 


caaccagcct 


gtacactggg 


aggaatgtgc 


actgggatgg 


1920 


agccatagaa 


gtttgtgtcg 


tttgcagtgg 


ggaggagcct 


ggtccctcct 


cttcctgtga 


1980 


ggaacctgga 


attcaatctg 


tgaggttgtt 


ctggagatgt 


tctggggaga 


ctgcattaaa 


2040 


cacagcttcg 


caccattgaa 


taaactcagc 


aacaagccaa 


tgcataaaag 


taatctatgc 


2100 


ttcaggtcac 


agaagctztca 


aggggaaaaa 


aacagaatac 


tctagggcca 


ttgttcacaa 


2160 


actcatctga 


aaacatcctg 


gaaaaatttt 


cccaaacaca 


tggaaagaaa 


gagaggaaaa 


2220 


aagaagatat 


ctgaataatg 


tggactagaa 


taaagagctg 


ccaggagctg 


tttatttaaa 


2280 


aacagtactt 


tcttctctgg 


ctgagtccct 


ggtattctct 


gctgcaatct 


gtagctgtag 


2340 


aattttgaag 


aatgcaacta 


aattcaaatg 


gtttgatgag 


taatat 




2386 
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<210> 4 

<211> 235 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Pro Asn Pro lie Lys Arg Pro His Pro Tyr Leu Pro Ser Leu Thr Leu 
1 5 10 15 



Phe Ser Asp Ser Ala Arg Leu His Pro Gly Glu He Asn Ser Leu Val 
20 25 30 



Ala His Thr Lys Pro Val Trp Trp Ser Leu His Thr Asp Ala His Glu 
35 40 45 



He Trp Cys Arg Asp Ser Asp Arg Gly Thr Ser Leu Gly Arg Ser He 
50 55 60 



Pro Cys Pro Pro Ala Leu Cys Ser Val Arg Lys He His Leu Arg Pro 
65 70 75 80 



Gin Val Leu Arg Pro Thr Ser Pro Arg Asn lie Ser Pro lie Ser Asn 
85 90 95 



Pro Val Ser Gly Leu Phe Leu Leu Cys Ser Pro Thr Ser Leu Thr He 
100 105 HO 



Pro Gin Pro Leu Ser Pro Phe Asn Leu Gly Ala Thr Leu Gin Ser Leu 
115 120 125 



Pro Ser Leu Asn Phe Asn Ser Phe His Ser Leu Val Glu Thr Lys Glu 
130 135 140 



Thr Cys Phe He Arg Glu Pro Lys Thr Pro Ala Pro Val Thr Asp Trp 
145 150 155 160 



Glu Gly Ser Leu Pro Leu Val Phe Asn His Cys Arg Asp Ala Ser Leu 
165 170 175 



lie Ser Arg Phe Arg Pro Arg Arg Asp Ala Cys Leu Gly Pro Ser Pro 
180 185 190 



Leu Ala Ala Ser Pro Ala Phe Leu Gly Gin Gly Gin Val Pro Leu Asn 
195 200 205 



Pro Phe Ser Phe Thr Leu Ser Gly Lys Ser Arg Phe Ser Gly Ala Gly 
210 215 220 
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Ala Ser Thr Pro Gin Pro Leu Leu Leu His Pro 
225 230 235 

<210> 5 

<211> 1019 

<212> DNA 

<213> Homo sapiens 

<400> 5 



ttggctgact 


ctcttttcgg 


actcagcccg 


cctgcaccca 


ggtgaaataa 


acagccttgt 


60 


tgctcacaca 


aagcctgttt 


ggtggtctct 


tcacacaaac 


gcgcatgaaa 


tttggtgcca 


120 


tgactcggat 


cggggtacct 


cccttgggag 


atcaatcccc 


agtcctcctg 


ctctttgctc 


180 


cgtgagaaag 


atctacctag 


gacctcaggt 


cctcagactg 


accagcccaa 


ggaacatctc 


240 


accaatttca 


aatctggacc 


ccactgaaaa 


tcggactgtt 


caactcatct 


ggcagccact 


300 


cccagagccc 


ctggaactct 


ggcccaagcc 


tctctgactg 


actccttccc 


agatcttctc 


360 


ggcttagcag 


ctgaagactg 


acactgccca 


atcgccttgg 


aagcccccta 


gaccatcacg 


420 


gatgccgagc 


ttcgagtaac 


tctcacagtg 


gagggaacgc 


gcatgaaaaa 


accaaacaaa 


480 


caaaaaaatt 


tcttttggta 


gcagaataaa 


aaaacaaaaa 


aaaggacttt 


ttcttctgga 


540 


ctgaactata 


tttaaatctc 


aaaggatgga 


catctcacaa 


ccttcctaca 


gcaagtactg 


600 


tgaggtaata 


attgatatat 


taattattaa 


aattactgaa 


gctggaactc 


agatttccat 


660 


tttatattta 


catatataat 


tattctatta 


atggattcta 


gcttaaataa 


agagaagcaa 


720 


catgagtcat 


tggggcaagg 


ggtgagatcg 


atgacctctg 


gagattgatc 


ccagtgttct 


780 


gacagagtta 


gcttctgtta 


tcaggtgcta 


tagtttttca 


tagtgatgct 


gatagagcct 


840 


actcaaggat 


tggactcatt 


cttttgttcc 


atgaatgcca 


attctgcaga 


agccactgtg 


900 


gtagaaattc 


aaatgtaatg 


aaaaacaaac 


attcactcat 


ttattatcac 


tatttgcctg 


960 


ccacaaagac 


agattttgag 


gaagataaac 


aaataaaaac 


gtgtttgcca 


tttgaaggg 


1019 



<210> 6 

<211> 111 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Trp Leu Thr Leu Phe Ser Asp Ser Ala Arg Leu His Pro Gly Glu He 
15 10 15 

Asn Ser Leu Val Ala His Thr Lys Pro Val Trp Trp Ser Leu His Thr 
20 25 30 
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Asn Ala His Glu He Trp Cys His Asp Ser Asp Arg Gly Thr Ser Leu 
35 40 45 

Gly Arg Ser He Pro Ser Pro Pro Ala Leu Cys Ser Val Arg Lys He 
50 55 60 

Tyr Leu Gly Pro Gin Val Leu Arg Leu Thr Ser Pro Arg Asn He Ser 
65 70 75 80 

Pro He Ser Asn Leu Asp Pro Thr Glu Asn Arg Thr Val Gin Leu He 

85 90 95 

Trp Gin Pro Leu Pro Glu Pro Leu Glu Leu Trp Pro Lys Pro Leu 



<210> 7 

<211> 3459 

<212> DNA 

<213> Homo sapiens 

<400> 7 

cctttgcctt cggacttctc cggggccagc agccgcccga ccaggggccc ggggccacgg 60 

gctcagccga cgaccatggg ctccgtgtcc aaccagcagt ttgcaggtgg ctgcgccaag 120 

gcggcagaag aggcgcccga ggaggcgccg gaggacgcgg cccgggcggc ggacgagcct 180 

cagctgctgc acggtgcggg catctgtaag tggttcaacg tgcgcatggg gttcggcttc 24 0 

ctgtccatga ccgcccgcgc cggggtcgcg ctcgaccccc cagtggatgt ctttgtgcac 3 00 

cagagtaagc tgcacatgga agggttccgg agcttgaagg agggtgaggc agtggagttc 3 60 

acctttaaga agtcagccaa gggtctggaa tccatccgtg tcaccggacc tggtggagta 420 

ttctgtattg ggagtgagag gcggccaaaa ggaaagagca tgcagaagcg cagatcaaaa 480 

ggagacaggt gctacaactg tggaggtcta gatcatcatg ccaaggaatg caagctgcca 54 0 

ccccagccca agaagtgcca cttctgccag agcatcagcc atatggtagc ctcatgtccg 600 

ctgaaggccc agcagggccc tagtgcacag ggaaagccaa cctactttcg agaggaagaa 660 

gaagaaatcc acagccctac cctgctcccg gaggcacaga attgagccac aatgggtggg 720 

ggctattctt ttgctatcag gaagttttga ggagcaggca gagtggagaa agtgggaata 780 

gggtgcattg gggctagttg gcactgccat gtatctcagg cttgggttca caccatcacc 840 

ctttcttccc tctaggtggg gggaaagggt gagtcaaagg aactccaacc atgctctgtc 900 

caaatgcaag tgagggttct gggggcaacc aggagggggg aatcacccta caacctgcat 960 

attttgagtc tccatcccca gaatttccag cttttgaaag tggcctggat agggaagttg 1020 
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ttttcctttt 


aaagaaggat 


atataataat 


tcccatgcca 


gagtgaaatg 


attaagtata 


1080 


agaccagatt 


cacggagcca 


agccactaca 


ttctgtggaa 


ggagatctct 


caggagtaag 


1140 


cattgttttt 


tcttcacatc 


ttgtatcctc 


atacccactt 


ttgggatagg 


gtgctggcag 


1200 


ctgtcccaag 


caatgggtaa 


tgatgatggc 


aaaaagggtg 


tttgggggaa 


cagctgcaga 


1260 


cctgctgctc 


tatgctcacc 


cccgccccat 


tctgggccaa 


tgtgatttta 


tttatttgct 


1320 


cccttggata 


ctgcaccttg 


ggtcccactt 


tctccaggat 


gccaactgca 


ctagctgtgt 


1380 


gcgaatgacg 


tatcttgtgc 


attttaactt 


tttttcctta 


atataaatat 


tctggttttg 


1440 


tatttttgta 


tattttaatc 


taaggccctc 


atttcctgca 


ctgtgttctc 


aggtacatga 


1500 


gcaatctcag 


ggatagccag 


cagcagctcc 


aggtctgcgc 


agcaggaatt 


actttttgtt 


1560 


gtttttgcca 


ccgtggagag 


caactatttg 


gagtgcacag 


cctattgaac 


tacctcattt 


1620 


ttgccaataa 


gagctggctt 


ttctgccata 


gtgtcctctt 


gaaaccccct 


ctgccttgaa 


1680 


aatgttttat 


gggagactag 


gttttaactg 


ggtggcccca 


tgacttgatt 


gccttctact 


1740 


ggaagattgg 


gaattagtct 


aaacaggaaa 


tggtggtaca 


cagaggctag 


gagaggctgg 


1800 


gcccggtgaa 


aaggccagag 


agcaagccaa 


gattaggtga 


gggttgtcta 


atcctatggc 


1860 


acaggacgtg 


ctttacatct 


ccagatctgt 


tcttcaccag 


attaggttag 


gcctaccatg 


1920 


tgccacaggg 


tgtgtgtgtg 


tttgtaaaac 


tagagttgct 


aaggataagt 


ttaaagacca 


1980 


atacccctgt 


acttaatcct 


gtgctgtcga 


gggatggata 


tatgaagtaa 


ggtgagatcc 


2040 


ttaacctttc 


aaaattttcg 


ggttccaggg 


agacacacaa 


gcgagggttt 


tgtggtgcct 


2100 


ggagcctgtg 


tcctgccctg 


ctacagtagt 


gattaatagt 


gtcatggtag 


ctaaaggaga 


2160 


aaaagggggt 


ttcgtttaca 


cgctgtgaga 


tcaccgcaaa 


cctaccttac 


tgtgttgaaa 


2220 


cgggacaaat 


gcaatagaac 


gcattgggtg 


gtgtgtgtct 


gatcctgggt 


tcttgtctcc 


2280 


cctaaatgct 


gccccccaag 


ttactgtatt 


tgtctgggct 


ttgtaggact 


tcactacgtt 


2340 


gattgctagg 


tggcctagtt 


tgtgtaaata 


taatgtattg 


gtctttctcc 


gtgttctttg 


2400 


ggggttttgt 


ttacaaactt 


ctttttgtat 


tgagagaaaa 


atagccaaag 


catctttgac 


2460 


agaaggttct 


gcaccaggca 


aaaagatctg 


aaacattagt 


ttggggggcc 


ctcttcttaa 


2520 


aggggggatc 


ttgaaccatc 


ctttcttttg 


tattcccctt 


cccctattac 


ctattagacc 


2580 


agatcttctg 


tcctaaaaac 


ttgtcttcta 


ccctgccctc 


ttttctgttc 


acccccaaaa 


2640 


gaaaacttac 


acacccacac 


acatacacat 


ttcatgcttg 


gagtgtctcc 


acaactctta 


2700 


aatgatgtat 


gcaaaaatac 


tgaagctagg 


aaaaccctcc 


gtcccttgtt 


cccaacctcc 


2760 


taagtcaaga 


ccattaccat 


ttctttcttt 


cttttttttt 


ttttttttaa 


agtggagtct 


2820 


cgctgtgtca 


cccaggcaga 


ggttgcagtg 


agctgagatc 


gcaccactgc 


actccagcct 


2880 
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yy l LdLayay 


r>na oa r* t" r* h a 


tctcaaacaa aacaaaacaa 


aacaaaaaca cactactgta 


2940 


itu uy yd tyy 




cttaatttta atttctaatc 


ctaaagtaaa gagatgcaat 


3000 


i- y y y y y ^- t» l. 


LLQty l oy CI a 


agtggggtca ggaggccaag aaagggaata tgaatgtata 


3060 


u^^ctayu^ctL. 


tra ana art" t" 


ttatgcaggt gctagaaact 


ttatgtcaaa gtggccacaa 


3120 




coyyciycn— yo 


acgaatgtaa ctccatgttt 


actgctaaaa accaaagctt 


3180 


tgtgtaaaat 


cttgaattta 


tggggcggga gggtaggaaa gcctgtacct gtctgttttt 


3240 


ttcctgatcc 


ttttccctca 


ttcctgaact gcaggagact 


gagccccttt gggctttggt 


3300 


gaccccatca 


ctggggtgtg 


tttatttgat ggttgatttt 


gctgtactgg gtacttcctt 


3360 


tcccattttc 


taatcatttt 


ttaacacaag ctgactcttc 


ccttcccttc tcctttccct 


3420 


gggaaaatac 


aatgaataaa 


taaagactta ttggtacgc 




3459 



<210> 8 

<211> 209 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Gly Ser Val Ser Asn Gin Gin Phe Ala Gly Gly Cys Ala Lys Ala 
15 10 15 



Ala Glu Glu Ala Pro Glu Glu Ala Pro Glu Asp Ala Ala Arg Ala Ala 
20 25 30 



Asp Glu Pro Gin Leu Leu His Gly Ala Gly He Cys Lys Trp Phe Asn 
35 40 45 



Val Arg Met Gly Phe Gly Phe Leu Ser Met Thr Ala Arg Ala Gly Val 
50 55 60 



Ala Leu Asp Pro Pro Val Asp Val Phe Val His Gin Ser Lys Leu His 
65 70 75 80 



Met Glu Gly Phe Arg Ser Leu Lys Glu Gly Glu Ala Val Glu Phe Thr 
85 90 95 



Phe Lys Lys Ser Ala Lys Gly Leu Glu Ser He Arg Val Thr Gly Pro 
100 105 110 



Gly Gly Val Phe Cys He Gly Ser Glu Arg Arg Pro Lys Gly Lys Ser 
115 120 125 
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Met Gin Lys Arg Arg Ser Lys Gly Asp Arg Cys Tyr Asn Cys Gly Gly 
130 135 140 

Leu Asp His His Ala Lys Glu Cys Lys Leu Pro Pro Gin Pro Lys Lys 
145 * 150 155 160 

Cys His Phe Cys Gin Ser He Ser His Met Val Ala Ser Cys Pro Leu 
165 170 175 

Lys Ala Gin Gin Gly Pro Ser Ala Gin Gly Lys Pro Thr Tyr Phe Arg 
180 185 190 

Glu Glu Glu Glu Glu lie His Ser Pro Thr Leu Leu Pro Glu Ala Gin 
195 200 205 

Asn 



<210> 9 

<211> 3453 

<212> DNA 

<213> Homo sapiens 

<400> 9 

aactccagga atttgtggcg gagagggcaa ataactgcgg ctctcccggc gccccgatgc 60 

tcgcaccatg tcgaggcgca agcaggcgaa accccagcac atcaactcgg aggaggacca 120 

gggcgagcag cagccgcagc agcagacccc ggagtttgca gatgcggccc cagcggcgcc 180 

cgcggcgggg gagctgggtg ctccagtgaa ccacccaggg aatgacgagg tggcgagtga 24 0 

ggatgaagcc acagtaaagc ggcttcgtcg ggaggagacg cacgtctgtg agaaatgctg 300 

tgcggagttc ttcagcatct ctgagttcct ggaacataag aaaaattgca ctaaaaatcc 360 

acctgtcctc atcatgaatg acagcgaggg gcctgtgcct tcagaagact tctccggagc 420 

tgtactgagc caccagccca ccagtcccgg cagtaaggac tgtcacaggg agaatggcgg 4 80 

cagctcagag gacatgaagg agaagccgga tgcggagtct gtggtgtacc taaagacaga 54 0 

gacagccctg ccacccaccc cccaggacat aagctattta gccaaaggca aagtggccaa 600 

cactaatgtg accttgcagg cactacgggg caccaaggtg gcggtgaatc agcggagcgc 660 

ggatgcactc cctgcccccg tgcctggtgc caacagcatc ccgtgggtcc tcgagcagat 720 

cttgtgtctg cagcagcagc agctacagca gatccagctc accgagcaga tccgcatcca 780 

ggtgaacatg tgggcctccc acgccctcca ctcaagcggg gcaggggccg acactctgaa 84 0 

gaccttgggc agccacatgt ctcagcaggt ttctgcagct gtggctttgc tcagccagaa 900 

agctggaagc caaggtctgt ctctggatgc cttgaaacaa gccaagctac ctcacgccaa 960 
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catcccttct 


^ nan/"* 

yCCaCCayt-t. 


L.tLi,yL^LUL 


dyyy cyy t-a 


ccettcactc 


tgaagccgga 


1020 


tgggacccgg 


yCyCtcccya 


a nnf* r*a t* cih p 
aLy LLaiyt^. 


Ltyctutuwy 


aacac tttcrc 


t tcctcaaac 


1080 


cccgggctcg 


ytyCCCtcuc 


a nanncn X~ t" t" 
cty ay v-t-<- u u u 


LtLLaLLyty 


aractaaaca 


ca tccaagaa 


1140 


agggaagggg 


— * -3 A/Hp — I 

dayCCaCt.yd 




nn h nna hnhr 
yyuyyauyu^ 


aaacccaaaa 

cia.c» w v*- w v* w* 


acaaoacaac 


1200 


cc t c tacaag 


CaCaaytyta 


ay LaULyL-ay 




aoaactaata 


gctccttgca 


1260 


gatccaccuc 


nar* t" nnna na 
LyLLLULdLa 


«yy°y a y a y 


apprf teat a 


tactctatct 


qtQqtcatCQ 


1320 


ct t caeca cc 


a a nnn n a a n n 

aagggcaacc 


t* n s a nn t~ nr a 
Lt-dayy Lyufl 


c t" t* t"r" a pf*oa 

V U l, l,LQLL.yO 


catccccaaa 


tgaaggcaaa 


1380 


cccccagctg 


tttgccgagt 


a n/~» a n a a 

LCCdyydtad 


anh 1 nnnnnnn 

»y *-y y ^*yy 


nora a 1" aora 
yyuaatyyua 


tcccctatac 


1440 


accccccgua 




h ana fr-oaae*"* 
L d y d L.ydd*v,\_ 


oa oh rhhhrh 


ttaaacaaca 


aacctgtcct 


1500 


tgcaaccacc 


^ n n t~ a rtrrrfp 

LLLy LayyyL 


harcf na a 


h rt t f ct tea 


oaaa ctaatc 


ccaaggacct 


1560 


cacyyy tyyc 


tr'fH" nnn n 


y uycit<v»i.y v»ci 




tctccagaaa 




1620 


a/-»/- , <-»a/-«a/~ , t~/"» 


cccggyyxgg 




taafctcccca 


aaaactQQta 
°333 u yy ^-y 


get tccaagg 


1680 


gagtgggacc 


cctydy ccciy 


nn t* nana na n 
yyiwdydyat 


rnf n a a a t- 1* ri 
tuiyddduuy 


eaaeaat - t~aa 


taaaaaacat 

W *H ^ VA 1** ^ W 


1740 


tgacaaggee 


dCCdCLydLC 


a a rrr^ A t" a 
wi~dai~yctciL.y 




caccaaotct 


taaoctotca 


1800 


gagcccccuc 


a a na ♦* nna H H 

ddydiyCatt 




uan-yyyyay 


a y Q V— L» 1* V— 


agtgtaagat 


1860 


ccy tggcego 






cctaaaaaca 

Vp* k-- ^4 C-* U U W 


caccttaaaa 


ttcaccgaac 


1920 


n a a na na t~ fr* 




anrs t" 1" cert" cr 


ccccatctac 


cagaagaagt 


teactaatge 


1980 


cgcgacgc ug 


nanfaanat- a 
Wayi>dov<aLa 




cdLyyy^yy t 


caaattccca 


acacgcccct 


2040 


yLuayayaot 




Li.a^<yyyi»oc 


taaaccaata 


accataaata 


aaaacQQcaa 


2100 


CdCLyycycL 


oil LyuLd uy 


duydiyt^du 


paaaaaeate 


aatataaaaa 


aagt cagct c 


2160 


ccaggaggcc 


/»■» ^ «"■» a or a nn t- 

cccayCaycc 


v*^, LLLddyy L. 




et" t eceaaea 


tccactcaac 


2220 




LLayyyL.LLy 


LtdiydLyyt, 


t* t" net" t"ana t* 


accccaaaaa 


aaataaatcc 


2280 


tgcccctt t t 


a a <">n t- a nn 

aacctgcay c 


yccagyycay 


raaaoaaaaf 
Loyayaaaa^ 


aat teeat aa 


aaaacoataa 

»y»y v^yciuyy 


2340 


cttgaccaac 


gac t ca t cc t 


cgcuya uyyy 


ana a nn a n 
dydLLdyydy 


t- a f rananpf 
La LLayoyv.u 




24 00 


tatcctggaa 


accacatcct 


cccaggcacc 


c tu^LLyyuu 


aafanf na a n 
adL dy LLddy 


nrrrra aanraf 
Lyaaay l 


2460 


caagecaaag 


tctcccgatg 


ctgggagcaa 


agcagagagc 


tccgagaaca 


gccgcactga 


2520 


gatggaaggt 


eggagcagtc 


tcccttccac 


gtttatccga 


gccccgccga 


cctatgtcaa 


2580 


ggttgaagtt 


cctggcacat 


ttgtgggacc 


ctcgacattg 


tccccaggga 


tgaccccttt 


2640 


gttagcagee 


cagccacgcc 


gaeaggecaa 


gcaacatggc 


tgcacacggt 


gtgggaagaa 


2700 


cttctcgtct 


gctagcgctc 


ttcagatcca 


egageggact 


cacactggag 


agaagecttt 


2760 
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tgtgtgcaac 
gacacacggg 
catggctctg 
ggccccttca 
cggtctggcc 
cccggtttcc 
ctcccagtcg 
acaccagttt 
cgtggaagga 
tcatctcctc 
tgaccacaac 
ttgaaaaaat 



atttgtgggc 
gcgaacaata 
ttaggtacgg 
gtgaatgtgg 
gtgaagacca 
ttgggggcca 
ggtatcagtg 
cctcacttcc 
gcaatgcaga 
ctgttttctt 
ctcaggcaag 
aaaaaaaaaa 



gagcttttac 
actcagcccg 
acggaaaaag 
accctgttgt 
atgagatctc 
cctccgttgt 
cagatgtgga 
tggaagaaaa 
cacagtgaaa 
tttcttactg 
tgctacaatc 
tgcataccaa 



caccaaaggc 
ccgtggaagg 
agtctcagaa 
gtggaaccag 
tgtgatccag 
gaataacgcc 
aaaaccaagt 
caagattgcg 
tctctagaat 
atatgcaaat 
acgattgttg 
aac 



aacttaaagg 
aagttggcca 
atctttccca 
tacaccagca 
agtggggggg 
actgtctcca 
gctactgacg 
gtcagctaag 
ctgctttgtt 
gatgtttact 
ctatgctgct 



ttcactacat 2820 

tcgagaacac 2880 

aggaaatcct 2 94 0 

tgctcaatgg 3000 

ttcctaccct 3060 

agatggatgg 3120 

gcgttcccaa 3180 

ggagaacttg 3240 

ttgtaagaac 3300 

acgttggttg 3360 

ttgcaaaaag 34 20 
3453 



<210> 10 

<211> 1053 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Ser Arg Arg Lys Gin Ala Lys Pro Gin His lie Asn Ser Glu Glu 
15 10 15 



Asp Gin Gly Glu Gin Gin Pro Gin Gin Gin Thr Pro Glu Phe Ala Asp 
20 25 30 



Ala Ala Pro Ala Ala Pro Ala Ala Gly Glu Leu Gly Ala Pro Val Asn 
35 40 45 



His Pro Gly Asn Asp Glu Val Ala Ser Glu Asp Glu Ala Thr Val Lys 
50 55 60 



Arg Leu Arg Arg Glu Glu Thr His Val Cys Glu Lys Cys Cys Ala Glu 
65 70 75 80 



Phe Phe Ser He Ser Glu Phe Leu Glu His Lys Lys Asn Cys Thr Lys 
85 90 95 



Asn Pro Pro Val Leu He Met Asn Asp Ser Glu Gly Pro Val Pro Ser 
100 105 110 



Glu Asp Phe Ser Gly Ala Val Leu Ser His Gin Pro Thr Ser Pro Gly 
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115 



120 



125 



Ser Lys Asp Cys His Arg Glu Asn Gly Gly Ser Ser Glu Asp Met Lys 
130 135 140 



Glu Lys Pro Asp Ala Glu Ser Val Val Tyr Leu Lys Thr Glu Thr Ala 
145 150 155 160 



Leu Pro Pro Thr Pro Gin Asp He Ser Tyr Leu Ala Lys Gly Lys Val 
165 170 175 



Ala Asn Thr Asn Val Thr Leu Gin Ala Leu Arg Gly Thr Lys Val Ala 
180 185 190 



Val Asn Gin Arg Ser Ala Asp Ala Leu Pro Ala Pro Val Pro Gly Ala 
195 200 205 



Asn Ser He Pro Trp Val Leu Glu Gin He Leu Cys Leu Gin Gin Gin 
210 215 220 



Gin Leu Gin Gin He Gin Leu Thr Glu Gin He Arg He Gin Val Asn 
225 230 235 240 



Met Trp Ala Ser His Ala Leu His Ser Ser Gly Ala Gly Ala Asp Thr 
245 250 255 



Leu Lys Thr Leu Gly Ser His Met Ser Gin Gin Val Ser Ala Ala Val 
260 265 270 



Ala Leu Leu Ser Gin Lys Ala Gly Ser Gin Gly Leu Ser Leu Asp Ala 
275 280 285 



Leu Lys Gin Ala Lys Leu Pro His Ala Asn He Pro Ser Ala Thr Ser 
290 295 300 



Ser Leu Ser Pro Gly Leu Ala Pro Phe Thr Leu Lys Pro Asp Gly Thr 
305 310 315 320 



Arg Val Leu Pro Asn Val Met Ser Arg Leu Pro Ser Ala Leu Leu Pro 
325 330 335 



Gin Ala Pro Gly Ser Val Leu Phe Gin Ser Pro Phe Ser Thr Val Ala 
340 345 350 



Leu Asp Thr Ser Lys Lys Gly Lys Gly Lys Pro Pro Asn He Ser Ala 
355 360 365 
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Val Asp Val Lys Pro Lys Asp Glu Ala Ala Leu Tyr Lys His Lys Cys 
370 375 380 



Lys Tyr Cys Ser Lys Val Phe Gly Thr Asp Ser Ser Leu Gin lie His 
385 390 395 400 



Leu Arg Ser His Thr Gly Glu Arg Pro Phe Val Cys Ser Val Cys Gly 
405 410 415 



His Arg Phe Thr Thr Lys Gly Asn Leu Lys Val His Phe His Arg His 
420 425 430 



Pro Gin Val Lys Ala Asn Pro Gin Leu Phe Ala Glu Phe Gin Asp Lys 
435 440 445 



Val Ala Ala Gly Asn Gly He Pro Tyr Ala Leu Ser Val Pro Asp Pro 
450 455 460 



He Asp Glu Pro Ser Leu Ser Leu Asp Ser Lys Pro Val Leu Val Thr 
465 470 475 480 



Thr Ser Val Gly Leu Pro Gin Asn Leu Ser Ser Gly Thr Asn Pro Lys 
485 490 495 



Asp Leu Thr Gly Gly Ser Leu Pro Gly Asp Leu Gin Pro Gly Pro Ser 
500 505 510 



Pro Glu Ser Glu Gly Gly Pro Thr Leu Pro Gly Val Gly Pro Asn Tyr 
515 520 525 



Asn Ser Pro Arg Ala Gly Gly Phe Gin Gly Ser Gly Thr Pro Glu Pro 
530 ~ 535 540 



Gly Ser Glu Thr Leu Lys Leu Gin Gin Leu Val Glu Asn He Asp Lys 
545 550 555 560 



Ala Thr Thr Asp Pro Asn Glu Cys Leu He Cys His Arg Val Leu Ser 
565 570 575 



Cys Gin Ser Ser Leu Lys Met His Tyr Arg Thr His Thr Gly Glu Arg 
580 585 590 



Pro Phe Gin Cys Lys He Cys Gly Arg Ala Phe Ser Thr Lys Gly Asn 
595 600 605 
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Leu Lys Thr His Leu Gly Val His Arg Thr Asn Thr Ser He Lys Thr 
610 615 620 



Gin His Ser Cys Pro He Cys Gin Lys Lys Phe Thr Asn Ala Val Met 
625 630 635 640 



Leu Gin Gin His He Arg Met His Met Gly Gly Gin He Pro Asn Thr 
645 650 655 



Pro Leu Pro Glu Asn Pro Cys Asp Phe Thr Gly Ser Glu Pro Met Thr 
660 665 670 



Val Gly Glu Asn Gly Ser Thr Gly Ala He Cys His Asp Asp Val He 
675 680 685 



Glu Ser He Asp Val Glu Glu Val Ser Ser Gin Glu Ala Pro Ser Ser 
690 695 700 



Ser Ser Lys Val Pro Thr Pro Leu Pro Ser He His Ser Ala Ser Pro 
705 710 715 720 



Thr Leu Gly Phe Ala Met Met Ala Ser Leu Asp Ala Pro Gly Lys Val 
725 730 735 



Gly Pro Ala Pro Phe Asn Leu Gin Arg Gin Gly Ser Arg Glu Asn Gly 
740 745 750 



Ser Val Glu Ser Asp Gly Leu Thr Asn Asp Ser Ser Ser Leu Met Gly 
755 760 765 



Asp Gin Glu Tyr Gin Ser Arg Ser Pro Asp lie Leu Glu Thr Thr Ser 
770 775 780 



Phe Gin Ala Leu Ser Pro Ala Asn Ser Gin Ala Glu Ser lie Lys Ser 
785 790 795 800 



Lys Ser Pro Asp Ala Gly Ser Lys Ala Glu Ser Ser Glu Asn Ser Arg 
805 810 815 



Thr Glu Met Glu Gly Arg Ser Ser Leu Pro Ser Thr Phe lie Arg Ala 
820 825 830 



Pro Pro Thr Tyr Val Lys Val Glu Val Pro Gly Thr Phe Val Gly Pro 
835 840 845 
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Ser Thr Leu Ser Pro Gly Met Thr Pro Leu Leu Ala Ala Gin Pro Arg 
850 855 860 



Arg Gin Ala Lys Gin His Gly Cys Thr Arg Cys Gly Lys Asn Phe Ser 
865 870 875 880 



Ser Ala Ser Ala Leu Gin He His Glu Arg Thr His Thr Gly Glu Lys 
885 890 895 



Pro Phe Val Cys Asn He Cys Gly Arg Ala Phe Thr Thr Lys Gly Asn 
900 905 910 



Leu Lys Val His Tyr Met Thr His Gly Ala Asn Asn Asn Ser Ala Arg 
915 920 925 



Arg Gly Arg Lys Leu Ala He Glu Asn Thr Met Ala Leu Leu Gly Thr 
930 935 940 



Asp Gly Lys Arg Val Ser Glu He Phe Pro Lys Glu He Leu Ala Pro 
945 950 955 960 



Ser Val Asn Val Asp Pro Val Val Trp Asn Gin Tyr Thr Ser Met Leu 
965 970 975 



Asn Gly Gly Leu Ala Val Lys Thr Asn Glu lie Ser Val He Gin Ser 
980 985 990 



Gly Gly Val Pro Thr Leu Pro Val Ser Leu Gly Ala Thr Ser Val Val 
995 1000 1005 



Asn Asn Ala Thr Val Ser Lys Met Asp Gly Ser Gin Ser Gly He 
1010 1015 1020 



Ser Ala Asp Val Glu Lys Pro Ser Ala Thr Asp Gly Val Pro Lys 
1025 1030 1035 



His Gin Phe Pro His Phe Leu Glu Glu Asn Lys He Ala Val Ser 
1040 1045 1050 



<210> 11 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> primer 
<400> 11 



16 



WO 2005/078134 



PCT/US2005/002797 



gatcctcgga cctggctaag 



<210> 12 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 



20 



<400> 12 

ctctcactcg gttctcgata c 21 



<210> 13 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 13 

ggttctctga ctgactcctt c 21 



<210> 14 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 14 

gctcctggca gctctttatt c 21 



<210> 15 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 15 

ggtgccatga ctcggatcg 19 



<210> 16 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 16 

ctcacagtac ttgctgtagg 20 
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<210> 17 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 17 

caccagaata agctgcacat g 



<210> 18 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 18 

cctgagatac atggcagtgc 



<210> 19 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 19 

caggaatttg tggcggagag 



<210> 20 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 20 

cctgtgacag tccttactgc 20 



<210> 21 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 21 

agccacatcg ctcagacacc 



18 



WO 2005/078134 



PCT/US2005/002797 



<210> 22 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 22 

gtactcagcg gccagcatcg 20 



<210> 23 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 23 

ggcagaagat gtggcagtgg 20 



<210> 24 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 24 

caagtgatgt cgacggtgc 19 



<210> 25 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 25 

ctggacctca gggactatg 19 



<210> 26 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 26 

gaccacctct tatgcacacg 2 0 
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<210> 27 

<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 27 

cacaagctgg tccgctttg 



<210> 28 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 28 

caggtaccct cgaacacttc 



<210> 29 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 29 

gtggaccaac cttacggaag 



<210> 30 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 30 

catgctcatg gacgagatag 20 



20 



